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Fig. 1a - ARG Browser
Chr7 CFTR
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Fig. 1b - ARG Browser
Chr1 IL10 -3'A Region
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Fig. 1c - ARG Browser
Chr3 CCR2/5
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Fig. 1d - ARG Browser
Chr10 SDF1 - 5'A Region
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Fig. 1e - ARG Browser
Chr17E - Eotaxin
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Fig. 1f - ARG Browser
Chr17R - Rantes
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Fig. 2a - Chr7 CFTR Region
SNP ARG Array
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chr7P1P8_hap1   116,659,010
chr7P1P8_hap2   116,659,010
chr7P1P8_hap3   116,659,010
chr7P1P8_hap4   116,659,010
chr7P1P8_hap5   116,659,010
chr7P1P8_hap6   116,659,010
chr7P2P9_hap1   116,668,981
chr7P2P9_hap2   116,668,981
chr7P2P9_hap3   116,668,981
chr7P2P9_hap4   116,668,981
chr7P2P9_hap5   116,668,981
chr7P2P9_hap6   116,668,981
chr7P3P12_hap1   116,674,682
chr7P3P12_hap10   116,674,682
chr7P3P12_hap2   116,674,682
chr7P3P12_hap3   116,674,682
chr7P3P12_hap4   116,674,682
chr7P3P12_hap5   116,674,682
chr7P3P12_hap6   116,674,682
chr7P3P12_hap7   116,674,682
chr7P4P13_hap1   116,685,146
chr7P4P13_hap2   116,685,146
chr7P4P13_hap3   116,685,146
chr7P4P13_hap4   116,685,146
chr7P4P13_hap5   116,685,146
chr7P4P13_hap6   116,685,146
chr7P4P13_hap7   116,685,146
chr7P4P13_hap8   116,685,146
chr7P5P14_hap1   116,708,662
chr7P5P14_hap2   116,708,662
chr7P5P14_hap3   116,708,662
chr7P5P14_hap4   116,708,662
chr7P5P14_hap5   116,708,662
chr7P5P14_hap6   116,708,662
chr7P5P14_hap7   116,708,662
chr7P5P14_hap8   116,708,662
chr7P6P16_hap1   116,716,156
chr7P6P16_hap2   116,716,156
chr7P6P16_hap3   116,716,156
chr7P6P16_hap4   116,716,156
chr7P6P16_hap5   116,716,156
chr7P6P16_hap6   116,716,156
chr7P6P16_hap7   116,716,156
chr7P6P16_hap8   116,716,156
chr7P7P17_hap1   116,727,234
chr7P7P17_hap2   116,727,234
chr7P7P17_hap3   116,727,234
chr7P7P17_hap4   116,727,234
chr7P7P17_hap5   116,727,234
chr7P7P17_hap6   116,727,234
chr7P7P17_hap7   116,727,234
chr7P7P17_hap8   116,727,234
chr7P8P18_hap1   116,735,655
chr7P8P18_hap2   116,735,655
chr7P8P18_hap3   116,735,655
chr7P8P18_hap4   116,735,655
chr7P8P18_hap5   116,735,655
chr7P8P18_hap6   116,735,655
chr7P8P18_hap7   116,735,655
chr7P8P18_hap8   116,735,655
chr7P9P19_hap1   116,739,019
chr7P9P19_hap2   116,739,019
chr7P9P19_hap3   116,739,019
chr7P9P19_hap4   116,739,019
chr7P9P19_hap5   116,739,019
chr7P9P19_hap6   116,739,019
chr7P9P19_hap7   116,739,019
chr7P9P19_hap8   116,739,019
chr7P11P20_hap1   116,756,987
chr7P11P20_hap2   116,756,987
chr7P11P20_hap3   116,756,987
chr7P11P20_hap4   116,756,987
chr7P11P20_hap5   116,756,987
chr7P11P20_hap6   116,756,987
chr7P11P20_hap7   116,756,987
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Fig. 2c - Chr7 CFTR Region
Haplotypes ARG Array



chr7P11P20_hap8   116,756,987
chr7P12P21_hap1   116,795,171
chr7P12P21_hap2   116,795,171
chr7P12P21_hap3   116,795,171
chr7P12P21_hap4   116,795,171
chr7P12P21_hap5   116,795,171
chr7P12P21_hap6   116,795,171
chr7P12P21_hap7   116,795,171
chr7P12P21_hap8   116,795,171
chr7P14P22_hap1   116,802,737
chr7P14P22_hap2   116,802,737
chr7P14P22_hap3   116,802,737
chr7P14P22_hap4   116,802,737
chr7P14P22_hap5   116,802,737
chr7P14P22_hap6   116,802,737
chr7P14P22_hap7   116,802,737
chr7P14P22_hap8   116,802,737
chr7P14P22_hap9   116,802,737
chr7P25P32_hap1   117,086,655
chr7P25P32_hap10   117,086,655
chr7P25P32_hap12   117,086,655
chr7P25P32_hap2   117,086,655
chr7P25P32_hap3   117,086,655
chr7P25P32_hap4   117,086,655
chr7P25P32_hap5   117,086,655
chr7P25P32_hap6   117,086,655
chr7P25P32_hap7   117,086,655
chr7P25P32_hap8   117,086,655
chr7P25P32_hap9   117,086,655
chr7P26P33_hap1   117,098,649
chr7P26P33_hap10   117,098,649
chr7P26P33_hap11   117,098,649
chr7P26P33_hap12   117,098,649
chr7P26P33_hap13   117,098,649
chr7P26P33_hap14   117,098,649
chr7P26P33_hap2   117,098,649
chr7P26P33_hap3   117,098,649
chr7P26P33_hap4   117,098,649
chr7P26P33_hap5   117,098,649
chr7P26P33_hap6   117,098,649
chr7P26P33_hap7   117,098,649
chr7P26P33_hap8   117,098,649
chr7P26P33_hap9   117,098,649
chr7P27P34_hap1   117,113,067
chr7P27P34_hap10   117,113,067
chr7P27P34_hap11   117,113,067
chr7P27P34_hap12   117,113,067
chr7P27P34_hap13   117,113,067
chr7P27P34_hap15   117,113,067
chr7P27P34_hap2   117,113,067
chr7P27P34_hap3   117,113,067
chr7P27P34_hap4   117,113,067
chr7P27P34_hap5   117,113,067
chr7P27P34_hap6   117,113,067
chr7P27P34_hap7   117,113,067
chr7P27P34_hap8   117,113,067
chr7P27P34_hap9   117,113,067
chr7P28P35_hap1   117,123,281
chr7P28P35_hap11   117,123,281
chr7P28P35_hap12   117,123,281
chr7P28P35_hap2   117,123,281
chr7P28P35_hap3   117,123,281
chr7P28P35_hap4   117,123,281
chr7P28P35_hap5   117,123,281
chr7P28P35_hap6   117,123,281
chr7P28P35_hap7   117,123,281
chr7P28P35_hap8   117,123,281
chr7P28P35_hap9   117,123,281
chr7P29P36_hap1   117,134,556
chr7P29P36_hap10   117,134,556
chr7P29P36_hap12   117,134,556
chr7P29P36_hap15   117,134,556
chr7P29P36_hap2   117,134,556
chr7P29P36_hap3   117,134,556
chr7P29P36_hap4   117,134,556
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chr1P1P2_hap1   203,851,217
chr1P1P2_hap2   203,851,217
chr1P1P2_hap3   203,851,217
chr1P3P7_hap1   203,888,464
chr1P3P7_hap2   203,888,464
chr1P3P7_hap3   203,888,464
chr1P3P7_hap4   203,888,464
chr1P3P7_hap5   203,888,464
chr1P3P7_hap6   203,888,464
chr1P3P7_hap7   203,888,464
chr1P5P8_hap1   203,952,150
chr1P5P8_hap2   203,952,150
chr1P5P8_hap3   203,952,150
chr1P5P8_hap4   203,952,150
chr1P5P8_hap5   203,952,150
chr1P5P8_hap6   203,952,150
chr1P7P13_hap1   203,991,181
chr1P7P13_hap2   203,991,181
chr1P7P13_hap3   203,991,181
chr1P7P13_hap4   203,991,181
chr1P7P13_hap5   203,991,181
chr1P7P13_hap7   203,991,181
chr1P7P13_hap9   203,991,181
chr1P14P19_hap1   204,094,325
chr1P14P19_hap2   204,094,325
chr1P14P19_hap3   204,094,325
chr1P14P19_hap4   204,094,325
chr1P14P19_hap5   204,094,325
chr1P14P19_hap6   204,094,325
chr1P14P19_hap7   204,094,325
chr1P14P19_hap8   204,094,325
chr1P14P19_hap9   204,094,325
chr1P15P24_hap1   204,116,538
chr1P15P24_hap2   204,116,538
chr1P15P24_hap3   204,116,538
chr1P15P24_hap4   204,116,538
chr1P15P24_hap5   204,116,538
chr1P15P24_hap6   204,116,538
chr1P15P24_hap7   204,116,538
chr1P15P24_hap8   204,116,538
chr1P15P24_hap9   204,116,538
chr1P16P25_hap1   204,142,820
chr1P16P25_hap10   204,142,820
chr1P16P25_hap11   204,142,820
chr1P16P25_hap2   204,142,820
chr1P16P25_hap3   204,142,820
chr1P16P25_hap4   204,142,820
chr1P16P25_hap5   204,142,820
chr1P16P25_hap6   204,142,820
chr1P16P25_hap7   204,142,820
chr1P16P25_hap8   204,142,820
chr1P16P25_hap9   204,142,820
chr1P18P26_hap1   204,197,378
chr1P18P26_hap2   204,197,378
chr1P18P26_hap3   204,197,378
chr1P18P26_hap4   204,197,378
chr1P18P26_hap5   204,197,378
chr1P18P26_hap6   204,197,378
chr1P18P26_hap7   204,197,378
chr1P18P26_hap8   204,197,378
chr1P18P26_hap9   204,197,378
chr1P19P27_hap1   204,197,454
chr1P19P27_hap10   204,197,454
chr1P19P27_hap11   204,197,454
chr1P19P27_hap2   204,197,454
chr1P19P27_hap3   204,197,454
chr1P19P27_hap4   204,197,454
chr1P19P27_hap5   204,197,454
chr1P19P27_hap6   204,197,454
chr1P19P27_hap7   204,197,454
chr1P19P27_hap8   204,197,454
chr1P19P27_hap9   204,197,454
chr1P21P29_hap1   204,236,160
chr1P21P29_hap10   204,236,160
chr1P21P29_hap2   204,236,160
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Fig. 3d - Chr1 IL10-5'A Region
Haplotypes +oSNP ARG Rank



chr1P1P2_hap1   203,851,217
chr1P1P2_hap2   203,851,217
chr1P1P2_hap3   203,851,217
chr1P3P7_hap1   203,888,464
chr1P3P7_hap2   203,888,464
chr1P3P7_hap3   203,888,464
chr1P3P7_hap4   203,888,464
chr1P3P7_hap5   203,888,464
chr1P3P7_hap6   203,888,464
chr1P3P7_hap7   203,888,464
chr1P5P8_hap1   203,952,150
chr1P5P8_hap2   203,952,150
chr1P5P8_hap3   203,952,150
chr1P5P8_hap4   203,952,150
chr1P5P8_hap5   203,952,150
chr1P5P8_hap6   203,952,150
chr1P7P11_hap1   203,991,181
chr1P7P11_hap2   203,991,181
chr1P7P11_hap3   203,991,181
chr1P7P11_hap4   203,991,181
chr1P7P11_hap5   203,991,181
chr1P7P11_hap6   203,991,181
chr1P7P11_hap7   203,991,181
chr1P10P12_hap1   204,041,148
chr1P10P12_hap2   204,041,148
chr1P10P12_hap3   204,041,148
chr1P10P12_hap4   204,041,148
chr1P10P12_hap5   204,041,148
chr1P13P18_hap1   204,094,325
chr1P13P18_hap2   204,094,325
chr1P13P18_hap3   204,094,325
chr1P13P18_hap4   204,094,325
chr1P13P18_hap5   204,094,325
chr1P13P18_hap6   204,094,325
chr1P13P18_hap7   204,094,325
chr1P13P18_hap8   204,094,325
chr1P13P18_hap9   204,094,325
chr1P14P23_hap1   204,116,538
chr1P14P23_hap2   204,116,538
chr1P14P23_hap3   204,116,538
chr1P14P23_hap4   204,116,538
chr1P14P23_hap5   204,116,538
chr1P14P23_hap6   204,116,538
chr1P14P23_hap7   204,116,538
chr1P14P23_hap8   204,116,538
chr1P14P23_hap9   204,116,538
chr1P15P24_hap1   204,142,820
chr1P15P24_hap10   204,142,820
chr1P15P24_hap11   204,142,820
chr1P15P24_hap2   204,142,820
chr1P15P24_hap3   204,142,820
chr1P15P24_hap4   204,142,820
chr1P15P24_hap5   204,142,820
chr1P15P24_hap6   204,142,820
chr1P15P24_hap7   204,142,820
chr1P15P24_hap8   204,142,820
chr1P15P24_hap9   204,142,820
chr1P17P25_hap1   204,197,378
chr1P17P25_hap2   204,197,378
chr1P17P25_hap3   204,197,378
chr1P17P25_hap4   204,197,378
chr1P17P25_hap5   204,197,378
chr1P17P25_hap6   204,197,378
chr1P17P25_hap7   204,197,378
chr1P17P25_hap8   204,197,378
chr1P17P25_hap9   204,197,378
chr1P18P26_hap1   204,197,454
chr1P18P26_hap10   204,197,454
chr1P18P26_hap11   204,197,454
chr1P18P26_hap2   204,197,454
chr1P18P26_hap3   204,197,454
chr1P18P26_hap4   204,197,454
chr1P18P26_hap5   204,197,454
chr1P18P26_hap6   204,197,454
chr1P18P26_hap7   204,197,454

H
W

E
/C

/H
W

/A
l

H
W

E
/C

/H
W

/C
H

W
E

/C
/H

W
/H

H
W

E
/C

/H
W

/N

IN
F

E
/C

/A
/3

IN
F

E
/C

/C
/3

IN
F

E
/C

/D
/3

IN
F

E
/C

/R
/3

IN
F

E
/C

/A
/H

IN
F

E
/C

/C
/H

IN
F

E
/C

/D
/H

IN
F

E
/C

/R
/H

IN
F

E
/C

/A
/N

IN
F

E
/C

/C
/N

IN
F

E
/C

/D
/N

IN
F

E
/C

/R
/N

P
D

C
A

/C
/A

2/
C

D
P

D
C

A
/C

/C
2/

C
D

P
D

C
A

/C
/C

M
/C

D
P

D
C

A
/C

/D
2/

C
D

P
D

C
A

/C
/D

M
/C

D
P

D
C

A
/C

/R
2/

C
D

P
D

C
A

/C
/R

M
/C

D
P

D
C

A
/C

/A
2/

93
P

D
C

A
/C

/C
2/

93
P

D
C

A
/C

/C
M

/9
3

P
D

C
A

/C
/D

2/
93

P
D

C
A

/C
/D

M
/9

3
P

D
C

A
/C

/R
2/

93
P

D
C

A
/C

/R
M

/9
3

P
D

C
A

/C
/A

2/
87

P
D

C
A

/C
/C

2/
87

P
D

C
A

/C
/C

M
/8

7
P

D
C

A
/C

/D
2/

87
P

D
C

A
/C

/D
M

/8
7

P
D

C
A

/C
/R

2/
87

P
D

C
A

/C
/R

M
/8

7
P

D
C

A
/C

/A
2/

D
T

P
D

C
A

/C
/C

2/
D

T
P

D
C

A
/C

/C
M

/D
T

P
D

C
A

/C
/D

2/
D

T
P

D
C

A
/C

/D
M

/D
T

P
D

C
A

/C
/R

2/
D

T
P

D
C

A
/C

/R
M

/D
T

P
H

A
Z

/C
/C

/C
D

P
H

A
Z

/C
/D

/C
D

P
H

A
Z

/C
/R

/C
D

P
H

A
Z

/C
/C

/9
3

P
H

A
Z

/C
/D

/9
3

P
H

A
Z

/C
/R

/9
3

P
H

A
Z

/C
/C

/8
7

P
H

A
Z

/C
/D

/8
7

P
H

A
Z

/C
/R

/8
7

P
H

A
Z

/C
/C

/D
T

P
H

A
Z

/C
/D

/D
T

P
H

A
Z

/C
/R

/D
T

P
H

A
Z

/G
A

/C
/C

D
P

H
A

Z
/G

A
/D

/C
D

P
H

A
Z

/G
A

/R
/C

D
P

H
A

Z
/G

A
/C

/9
3

P
H

A
Z

/G
A

/D
/9

3
P

H
A

Z
/G

A
/R

/9
3

P
H

A
Z

/G
A

/C
/8

7
P

H
A

Z
/G

A
/D

/8
7

P
H

A
Z

/G
A

/R
/8

7
P

H
A

Z
/G

A
/C

/D
T

P
H

A
Z

/G
A

/D
/D

T
P

H
A

Z
/G

A
/R

/D
T

P
H

A
Z

/H
E

/C
/C

D
P

H
A

Z
/H

E
/D

/C
D

P
H

A
Z

/H
E

/R
/C

D
P

H
A

Z
/H

E
/C

/9
3

P
H

A
Z

/H
E

/D
/9

3
P

H
A

Z
/H

E
/R

/9
3

P
H

A
Z

/H
E

/C
/8

7
P

H
A

Z
/H

E
/D

/8
7

P
H

A
Z

/H
E

/R
/8

7
P

H
A

Z
/H

E
/C

/D
T

P
H

A
Z

/H
E

/D
/D

T
P

H
A

Z
/H

E
/R

/D
T

P
H

A
Z

/M
A

/C
/C

D
P

H
A

Z
/M

A
/D

/C
D

P
H

A
Z

/M
A

/R
/C

D
P

H
A

Z
/M

A
/C

/9
3

P
H

A
Z

/M
A

/D
/9

3
P

H
A

Z
/M

A
/R

/9
3

P
H

A
Z

/M
A

/C
/8

7
P

H
A

Z
/M

A
/D

/8
7

P
H

A
Z

/M
A

/R
/8

7
P

H
A

Z
/M

A
/C

/D
T

P
H

A
Z

/M
A

/D
/D

T
P

H
A

Z
/M

A
/R

/D
T

P
H

A
Z

/M
H

/C
/C

D
P

H
A

Z
/M

H
/D

/C
D

P
H

A
Z

/M
H

/R
/C

D
P

H
A

Z
/M

H
/C

/9
3

P
H

A
Z

/M
H

/D
/9

3
P

H
A

Z
/M

H
/R

/9
3

P
H

A
Z

/M
H

/C
/8

7
P

H
A

Z
/M

H
/D

/8
7

P
H

A
Z

/M
H

/R
/8

7
P

H
A

Z
/M

H
/C

/D
T

P
H

A
Z

/M
H

/D
/D

T
P

H
A

Z
/M

H
/R

/D
T

P
H

A
Z

/S
F

/C
/C

D
P

H
A

Z
/S

F
/D

/C
D

P
H

A
Z

/S
F

/R
/C

D
P

H
A

Z
/S

F
/C

/9
3

P
H

A
Z

/S
F

/D
/9

3
P

H
A

Z
/S

F
/R

/9
3

P
H

A
Z

/S
F

/C
/8

7
P

H
A

Z
/S

F
/D

/8
7

P
H

A
Z

/S
F

/R
/8

7
P

H
A

Z
/S

F
/C

/D
T

P
H

A
Z

/S
F

/D
/D

T
P

H
A

Z
/S

F
/R

/D
T

S
E

Q
U

/C
/A

/C
M

S
E

Q
U

/C
/C

/C
M

S
E

Q
U

/C
/D

/C
M

S
E

Q
U

/C
/R

/C
M

S
E

Q
U

/C
/A

/K
S

S
E

Q
U

/C
/C

/K
S

S
E

Q
U

/C
/D

/K
S

S
E

Q
U

/C
/R

/K
S

S
E

Q
U

/C
/A

/L
Y

S
E

Q
U

/C
/C

/L
Y

S
E

Q
U

/C
/D

/L
Y

S
E

Q
U

/C
/R

/L
Y

S
E

Q
U

/C
/A

/M
B

S
E

Q
U

/C
/C

/M
B

S
E

Q
U

/C
/D

/M
B

S
E

Q
U

/C
/R

/M
B

S
E

Q
U

/C
/A

/O
I

S
E

Q
U

/C
/C

/O
I

S
E

Q
U

/C
/D

/O
I

S
E

Q
U

/C
/R

/O
I

S
E

Q
U

/C
/A

/P
C

S
E

Q
U

/C
/C

/P
C

S
E

Q
U

/C
/D

/P
C

S
E

Q
U

/C
/R

/P
C

P-value >0.05 0.01-0.05 0.001-0.01 0.0001-0.001 0.00001-0.0001 <0.00001 Missing

ARG Array Display

Date: 23_Dec_2006

Project: Haps_Without_Chr1_Page_1

Chr.: 1

From: 1

To: 999,999,999

Fig. 3e - Chr1 - IL10-5' A Region
Haplotypes -oSNP ARG Array



chr1P18P26_hap8   204,197,454
chr1P18P26_hap9   204,197,454
chr1P20P28_hap1   204,236,160
chr1P20P28_hap10   204,236,160
chr1P20P28_hap2   204,236,160
chr1P20P28_hap3   204,236,160
chr1P20P28_hap4   204,236,160
chr1P20P28_hap5   204,236,160
chr1P20P28_hap6   204,236,160
chr1P20P28_hap7   204,236,160
chr1P20P28_hap8   204,236,160
chr1P20P28_hap9   204,236,160
chr1P29P30_hap1   204,341,002
chr1P29P30_hap2   204,341,002
chr1P29P30_hap3   204,341,002
chr1P29P30_hap4   204,341,002
chr1P30P31_hap1   204,353,557
chr1P30P31_hap2   204,353,557
chr1P30P31_hap3   204,353,557
chr1P30P31_hap4   204,353,557
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Haplotypes -oSNP ARG Array
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Fig. 4b - Chr3 CCR2/5 Region
SNP ARG Rank



chr3P1P4_hap1    45,548,733
chr3P1P4_hap2    45,548,733
chr3P1P4_hap3    45,548,733
chr3P1P4_hap4    45,548,733
chr3P3P9_hap1    45,578,083
chr3P3P9_hap2    45,578,083
chr3P3P9_hap3    45,578,083
chr3P3P9_hap4    45,578,083
chr3P3P9_hap5    45,578,083
chr3P3P9_hap6    45,578,083
chr3P3P9_hap7    45,578,083
chr3P3P9_hap8    45,578,083
chr3P4P11_hap1    45,595,866
chr3P4P11_hap2    45,595,866
chr3P4P11_hap3    45,595,866
chr3P4P11_hap4    45,595,866
chr3P4P11_hap5    45,595,866
chr3P4P11_hap6    45,595,866
chr3P4P11_hap7    45,595,866
chr3P4P11_hap8    45,595,866
chr3P11P12_hap1    45,770,730
chr3P11P12_hap2    45,770,730
chr3P11P12_hap3    45,770,730
chr3P13P16_hap1    45,823,429
chr3P13P16_hap2    45,823,429
chr3P13P16_hap3    45,823,429
chr3P13P16_hap4    45,823,429
chr3P13P16_hap5    45,823,429
chr3P13P16_hap6    45,823,429
chr3P13P16_hap7    45,823,429
chr3P14P22_hap1    45,825,598
chr3P14P22_hap10    45,825,598
chr3P14P22_hap11    45,825,598
chr3P14P22_hap2    45,825,598
chr3P14P22_hap3    45,825,598
chr3P14P22_hap4    45,825,598
chr3P14P22_hap5    45,825,598
chr3P14P22_hap6    45,825,598
chr3P14P22_hap7    45,825,598
chr3P14P22_hap8    45,825,598
chr3P14P22_hap9    45,825,598
chr3P15P23_hap1    45,847,161
chr3P15P23_hap2    45,847,161
chr3P15P23_hap3    45,847,161
chr3P15P23_hap4    45,847,161
chr3P15P23_hap5    45,847,161
chr3P15P23_hap6    45,847,161
chr3P15P23_hap7    45,847,161
chr3P15P23_hap8    45,847,161
chr3P15P23_hap9    45,847,161
chr3P16P25_hap1    45,871,538
chr3P16P25_hap2    45,871,538
chr3P16P25_hap3    45,871,538
chr3P16P25_hap4    45,871,538
chr3P16P25_hap5    45,871,538
chr3P16P25_hap6    45,871,538
chr3P16P25_hap7    45,871,538
chr3P16P25_hap8    45,871,538
chr3P17P26_hap1    45,898,681
chr3P17P26_hap2    45,898,681
chr3P17P26_hap3    45,898,681
chr3P17P26_hap4    45,898,681
chr3P17P26_hap5    45,898,681
chr3P17P26_hap6    45,898,681
chr3P17P26_hap7    45,898,681
chr3P17P26_hap8    45,898,681
chr3P17P26_hap9    45,898,681
chr3P19P27_hap1    45,921,012
chr3P19P27_hap10    45,921,012
chr3P19P27_hap2    45,921,012
chr3P19P27_hap3    45,921,012
chr3P19P27_hap4    45,921,012
chr3P19P27_hap5    45,921,012
chr3P19P27_hap6    45,921,012
chr3P19P27_hap7    45,921,012
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chr3P19P27_hap8    45,921,012
chr3P19P27_hap9    45,921,012
chr3P20P28_hap1    45,931,444
chr3P20P28_hap2    45,931,444
chr3P20P28_hap3    45,931,444
chr3P20P28_hap4    45,931,444
chr3P20P28_hap5    45,931,444
chr3P20P28_hap6    45,931,444
chr3P20P28_hap7    45,931,444
chr3P20P28_hap8    45,931,444
chr3P20P28_hap9    45,931,444
chr3P21P29_hap1    45,949,636
chr3P21P29_hap2    45,949,636
chr3P21P29_hap3    45,949,636
chr3P21P29_hap4    45,949,636
chr3P21P29_hap5    45,949,636
chr3P21P29_hap6    45,949,636
chr3P21P29_hap7    45,949,636
chr3P21P29_hap8    45,949,636
chr3P22P30_hap1    45,967,311
chr3P22P30_hap2    45,967,311
chr3P22P30_hap3    45,967,311
chr3P22P30_hap4    45,967,311
chr3P22P30_hap5    45,967,311
chr3P22P30_hap6    45,967,311
chr3P22P30_hap7    45,967,311
chr3P22P30_hap8    45,967,311
chr3P23P31_hap1    45,973,286
chr3P23P31_hap2    45,973,286
chr3P23P31_hap3    45,973,286
chr3P23P31_hap4    45,973,286
chr3P23P31_hap5    45,973,286
chr3P23P31_hap6    45,973,286
chr3P23P31_hap7    45,973,286
chr3P23P31_hap8    45,973,286
chr3P23P31_hap9    45,973,286
chr3P24P33_hap1    45,995,383
chr3P24P33_hap2    45,995,383
chr3P24P33_hap3    45,995,383
chr3P24P33_hap4    45,995,383
chr3P24P33_hap5    45,995,383
chr3P24P33_hap6    45,995,383
chr3P24P33_hap7    45,995,383
chr3P25P34_hap1    46,061,477
chr3P25P34_hap2    46,061,477
chr3P25P34_hap3    46,061,477
chr3P25P34_hap4    46,061,477
chr3P25P34_hap5    46,061,477
chr3P25P34_hap6    46,061,477
chr3P25P34_hap7    46,061,477
chr3P26P35_hap1    46,072,777
chr3P26P35_hap10    46,072,777
chr3P26P35_hap2    46,072,777
chr3P26P35_hap3    46,072,777
chr3P26P35_hap4    46,072,777
chr3P26P35_hap5    46,072,777
chr3P26P35_hap6    46,072,777
chr3P26P35_hap7    46,072,777
chr3P26P35_hap8    46,072,777
chr3P26P35_hap9    46,072,777
chr3P27P36_hap1    46,080,972
chr3P27P36_hap10    46,080,972
chr3P27P36_hap2    46,080,972
chr3P27P36_hap3    46,080,972
chr3P27P36_hap4    46,080,972
chr3P27P36_hap5    46,080,972
chr3P27P36_hap6    46,080,972
chr3P27P36_hap7    46,080,972
chr3P27P36_hap8    46,080,972
chr3P30P37_hap1    46,104,776
chr3P30P37_hap10    46,104,776
chr3P30P37_hap2    46,104,776
chr3P30P37_hap3    46,104,776
chr3P30P37_hap4    46,104,776
chr3P30P37_hap5    46,104,776
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chr3P30P37_hap6    46,104,776
chr3P30P37_hap7    46,104,776
chr3P30P37_hap9    46,104,776
chr3P32P38_hap1    46,119,026
chr3P32P38_hap2    46,119,026
chr3P32P38_hap3    46,119,026
chr3P32P38_hap4    46,119,026
chr3P32P38_hap5    46,119,026
chr3P32P38_hap6    46,119,026
chr3P32P38_hap7    46,119,026
chr3P32P38_hap8    46,119,026
chr3P35P40_hap1    46,148,299
chr3P35P40_hap2    46,148,299
chr3P35P40_hap3    46,148,299
chr3P35P40_hap4    46,148,299
chr3P35P40_hap5    46,148,299
chr3P35P40_hap6    46,148,299
chr3P35P40_hap7    46,148,299
chr3P37P45_hap1    46,224,309
chr3P37P45_hap2    46,224,309
chr3P37P45_hap3    46,224,309
chr3P37P45_hap4    46,224,309
chr3P37P45_hap5    46,224,309
chr3P37P45_hap6    46,224,309
chr3P37P45_hap7    46,224,309
chr3P37P45_hap8    46,224,309
chr3P38P46_hap1    46,226,971
chr3P38P46_hap2    46,226,971
chr3P38P46_hap3    46,226,971
chr3P38P46_hap4    46,226,971
chr3P38P46_hap5    46,226,971
chr3P38P46_hap6    46,226,971
chr3P38P46_hap7    46,226,971
chr3P38P46_hap8    46,226,971
chr3P39P48_hap1    46,237,470
chr3P39P48_hap10    46,237,470
chr3P39P48_hap2    46,237,470
chr3P39P48_hap3    46,237,470
chr3P39P48_hap4    46,237,470
chr3P39P48_hap5    46,237,470
chr3P39P48_hap6    46,237,470
chr3P39P48_hap7    46,237,470
chr3P39P48_hap8    46,237,470
chr3P39P48_hap9    46,237,470
chr3P40P49_hap1    46,247,255
chr3P40P49_hap2    46,247,255
chr3P40P49_hap3    46,247,255
chr3P40P49_hap4    46,247,255
chr3P40P49_hap5    46,247,255
chr3P40P49_hap6    46,247,255
chr3P40P49_hap7    46,247,255
chr3P40P49_hap8    46,247,255
chr3P41P50_hap1    46,265,198
chr3P41P50_hap2    46,265,198
chr3P41P50_hap3    46,265,198
chr3P41P50_hap4    46,265,198
chr3P41P50_hap5    46,265,198
chr3P41P50_hap6    46,265,198
chr3P41P50_hap7    46,265,198
chr3P41P50_hap8    46,265,198
chr3P41P50_hap9    46,265,198
chr3P42P52_hap1    46,338,205
chr3P42P52_hap2    46,338,205
chr3P42P52_hap3    46,338,205
chr3P42P52_hap4    46,338,205
chr3P42P52_hap5    46,338,205
chr3P42P52_hap6    46,338,205
chr3P42P52_hap7    46,338,205
chr3P42P52_hap8    46,338,205
chr3P43P53_hap1    46,348,780
chr3P43P53_hap2    46,348,780
chr3P43P53_hap3    46,348,780
chr3P43P53_hap4    46,348,780
chr3P43P53_hap5    46,348,780
chr3P43P53_hap6    46,348,780
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chr3P1P4_hap1    45,548,733
chr3P1P4_hap2    45,548,733
chr3P1P4_hap3    45,548,733
chr3P1P4_hap4    45,548,733
chr3P3P10_hap1    45,578,083
chr3P3P10_hap2    45,578,083
chr3P3P10_hap3    45,578,083
chr3P3P10_hap4    45,578,083
chr3P3P10_hap5    45,578,083
chr3P3P10_hap6    45,578,083
chr3P3P10_hap7    45,578,083
chr3P3P10_hap8    45,578,083
chr3P3P10_hap9    45,578,083
chr3P4P11_hap1    45,595,866
chr3P4P11_hap2    45,595,866
chr3P4P11_hap3    45,595,866
chr3P4P11_hap4    45,595,866
chr3P4P11_hap5    45,595,866
chr3P4P11_hap6    45,595,866
chr3P4P11_hap7    45,595,866
chr3P4P11_hap8    45,595,866
chr3P11P12_hap1    45,770,730
chr3P11P12_hap2    45,770,730
chr3P11P12_hap3    45,770,730
chr3P13P16_hap1    45,823,429
chr3P13P16_hap2    45,823,429
chr3P13P16_hap3    45,823,429
chr3P13P16_hap4    45,823,429
chr3P13P16_hap5    45,823,429
chr3P13P16_hap6    45,823,429
chr3P13P16_hap7    45,823,429
chr3P14P22_hap1    45,825,598
chr3P14P22_hap10    45,825,598
chr3P14P22_hap11    45,825,598
chr3P14P22_hap2    45,825,598
chr3P14P22_hap3    45,825,598
chr3P14P22_hap4    45,825,598
chr3P14P22_hap5    45,825,598
chr3P14P22_hap6    45,825,598
chr3P14P22_hap7    45,825,598
chr3P14P22_hap8    45,825,598
chr3P14P22_hap9    45,825,598
chr3P15P23_hap1    45,847,161
chr3P15P23_hap2    45,847,161
chr3P15P23_hap3    45,847,161
chr3P15P23_hap4    45,847,161
chr3P15P23_hap5    45,847,161
chr3P15P23_hap6    45,847,161
chr3P15P23_hap7    45,847,161
chr3P15P23_hap8    45,847,161
chr3P15P23_hap9    45,847,161
chr3P16P24_hap1    45,871,538
chr3P16P24_hap2    45,871,538
chr3P16P24_hap3    45,871,538
chr3P16P24_hap4    45,871,538
chr3P16P24_hap5    45,871,538
chr3P16P24_hap6    45,871,538
chr3P16P24_hap7    45,871,538
chr3P16P24_hap8    45,871,538
chr3P16P24_hap9    45,871,538
chr3P17P25_hap1    45,898,681
chr3P17P25_hap2    45,898,681
chr3P17P25_hap3    45,898,681
chr3P17P25_hap4    45,898,681
chr3P17P25_hap5    45,898,681
chr3P17P25_hap6    45,898,681
chr3P17P25_hap7    45,898,681
chr3P17P25_hap8    45,898,681
chr3P18P26_hap1    45,920,351
chr3P18P26_hap2    45,920,351
chr3P18P26_hap3    45,920,351
chr3P18P26_hap4    45,920,351
chr3P18P26_hap5    45,920,351
chr3P18P26_hap6    45,920,351
chr3P18P26_hap7    45,920,351
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chr3P18P26_hap8    45,920,351
chr3P18P26_hap9    45,920,351
chr3P19P27_hap1    45,921,012
chr3P19P27_hap10    45,921,012
chr3P19P27_hap2    45,921,012
chr3P19P27_hap3    45,921,012
chr3P19P27_hap4    45,921,012
chr3P19P27_hap5    45,921,012
chr3P19P27_hap6    45,921,012
chr3P19P27_hap7    45,921,012
chr3P19P27_hap8    45,921,012
chr3P19P27_hap9    45,921,012
chr3P20P28_hap1    45,931,444
chr3P20P28_hap2    45,931,444
chr3P20P28_hap3    45,931,444
chr3P20P28_hap4    45,931,444
chr3P20P28_hap5    45,931,444
chr3P20P28_hap6    45,931,444
chr3P20P28_hap7    45,931,444
chr3P20P28_hap8    45,931,444
chr3P20P28_hap9    45,931,444
chr3P21P30_hap1    45,949,636
chr3P21P30_hap2    45,949,636
chr3P21P30_hap3    45,949,636
chr3P21P30_hap4    45,949,636
chr3P21P30_hap5    45,949,636
chr3P21P30_hap6    45,949,636
chr3P21P30_hap7    45,949,636
chr3P21P30_hap8    45,949,636
chr3P22P31_hap1    45,967,311
chr3P22P31_hap2    45,967,311
chr3P22P31_hap3    45,967,311
chr3P22P31_hap4    45,967,311
chr3P22P31_hap5    45,967,311
chr3P22P31_hap6    45,967,311
chr3P22P31_hap7    45,967,311
chr3P22P31_hap8    45,967,311
chr3P23P32_hap1    45,973,286
chr3P23P32_hap2    45,973,286
chr3P23P32_hap3    45,973,286
chr3P23P32_hap4    45,973,286
chr3P23P32_hap5    45,973,286
chr3P23P32_hap6    45,973,286
chr3P23P32_hap7    45,973,286
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chr3P23P32_hap9    45,973,286
chr3P24P33_hap1    45,995,383
chr3P24P33_hap2    45,995,383
chr3P24P33_hap3    45,995,383
chr3P24P33_hap4    45,995,383
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chr3P25P34_hap2    46,061,477
chr3P25P34_hap3    46,061,477
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chr3P25P34_hap5    46,061,477
chr3P25P34_hap6    46,061,477
chr3P25P34_hap7    46,061,477
chr3P26P35_hap1    46,072,777
chr3P26P35_hap10    46,072,777
chr3P26P35_hap2    46,072,777
chr3P26P35_hap3    46,072,777
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chr3P26P35_hap7    46,072,777
chr3P26P35_hap8    46,072,777
chr3P26P35_hap9    46,072,777
chr3P27P36_hap1    46,080,972
chr3P27P36_hap10    46,080,972
chr3P27P36_hap2    46,080,972
chr3P27P36_hap3    46,080,972
chr3P27P36_hap4    46,080,972
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chr3P27P36_hap5    46,080,972
chr3P27P36_hap6    46,080,972
chr3P27P36_hap7    46,080,972
chr3P27P36_hap8    46,080,972
chr3P30P37_hap1    46,104,776
chr3P30P37_hap10    46,104,776
chr3P30P37_hap2    46,104,776
chr3P30P37_hap3    46,104,776
chr3P30P37_hap4    46,104,776
chr3P30P37_hap5    46,104,776
chr3P30P37_hap6    46,104,776
chr3P30P37_hap7    46,104,776
chr3P30P37_hap9    46,104,776
chr3P32P38_hap1    46,119,026
chr3P32P38_hap2    46,119,026
chr3P32P38_hap3    46,119,026
chr3P32P38_hap4    46,119,026
chr3P32P38_hap5    46,119,026
chr3P32P38_hap6    46,119,026
chr3P32P38_hap7    46,119,026
chr3P32P38_hap8    46,119,026
chr3P35P40_hap1    46,148,299
chr3P35P40_hap2    46,148,299
chr3P35P40_hap3    46,148,299
chr3P35P40_hap4    46,148,299
chr3P35P40_hap5    46,148,299
chr3P35P40_hap6    46,148,299
chr3P35P40_hap7    46,148,299
chr3P37P45_hap1    46,224,309
chr3P37P45_hap2    46,224,309
chr3P37P45_hap3    46,224,309
chr3P37P45_hap4    46,224,309
chr3P37P45_hap5    46,224,309
chr3P37P45_hap6    46,224,309
chr3P37P45_hap7    46,224,309
chr3P37P45_hap8    46,224,309
chr3P38P47_hap1    46,226,971
chr3P38P47_hap2    46,226,971
chr3P38P47_hap3    46,226,971
chr3P38P47_hap4    46,226,971
chr3P38P47_hap5    46,226,971
chr3P38P47_hap6    46,226,971
chr3P38P47_hap7    46,226,971
chr3P38P47_hap8    46,226,971
chr3P39P48_hap1    46,237,470
chr3P39P48_hap10    46,237,470
chr3P39P48_hap2    46,237,470
chr3P39P48_hap3    46,237,470
chr3P39P48_hap4    46,237,470
chr3P39P48_hap5    46,237,470
chr3P39P48_hap6    46,237,470
chr3P39P48_hap7    46,237,470
chr3P39P48_hap8    46,237,470
chr3P39P48_hap9    46,237,470
chr3P40P49_hap1    46,247,255
chr3P40P49_hap2    46,247,255
chr3P40P49_hap3    46,247,255
chr3P40P49_hap4    46,247,255
chr3P40P49_hap5    46,247,255
chr3P40P49_hap6    46,247,255
chr3P40P49_hap7    46,247,255
chr3P40P49_hap8    46,247,255
chr3P40P49_hap9    46,247,255
chr3P41P50_hap1    46,265,198
chr3P41P50_hap10    46,265,198
chr3P41P50_hap2    46,265,198
chr3P41P50_hap3    46,265,198
chr3P41P50_hap4    46,265,198
chr3P41P50_hap5    46,265,198
chr3P41P50_hap6    46,265,198
chr3P41P50_hap7    46,265,198
chr3P41P50_hap8    46,265,198
chr3P41P50_hap9    46,265,198
chr3P42P51_hap1    46,338,205
chr3P42P51_hap10    46,338,205
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SNP ARG Rank



chr10P1P7_hap1    43,649,721
chr10P1P7_hap10    43,649,721
chr10P1P7_hap2    43,649,721
chr10P1P7_hap3    43,649,721
chr10P1P7_hap4    43,649,721
chr10P1P7_hap5    43,649,721
chr10P1P7_hap6    43,649,721
chr10P1P7_hap7    43,649,721
chr10P1P7_hap8    43,649,721
chr10P1P7_hap9    43,649,721
chr10P2P10_hap1    43,678,574
chr10P2P10_hap2    43,678,574
chr10P2P10_hap3    43,678,574
chr10P2P10_hap4    43,678,574
chr10P2P10_hap5    43,678,574
chr10P2P10_hap6    43,678,574
chr10P2P10_hap7    43,678,574
chr10P2P10_hap8    43,678,574
chr10P2P10_hap9    43,678,574
chr10P3P11_hap1    43,691,436
chr10P3P11_hap2    43,691,436
chr10P3P11_hap3    43,691,436
chr10P3P11_hap4    43,691,436
chr10P3P11_hap5    43,691,436
chr10P3P11_hap6    43,691,436
chr10P3P11_hap7    43,691,436
chr10P3P11_hap8    43,691,436
chr10P5P16_hap1    43,706,518
chr10P5P16_hap10    43,706,518
chr10P5P16_hap2    43,706,518
chr10P5P16_hap3    43,706,518
chr10P5P16_hap4    43,706,518
chr10P5P16_hap5    43,706,518
chr10P5P16_hap6    43,706,518
chr10P5P16_hap7    43,706,518
chr10P5P16_hap8    43,706,518
chr10P6P17_hap1    43,722,431
chr10P6P17_hap2    43,722,431
chr10P6P17_hap3    43,722,431
chr10P6P17_hap4    43,722,431
chr10P6P17_hap5    43,722,431
chr10P6P17_hap6    43,722,431
chr10P6P17_hap7    43,722,431
chr10P6P17_hap9    43,722,431
chr10P9P18_hap1    43,740,333
chr10P9P18_hap2    43,740,333
chr10P9P18_hap3    43,740,333
chr10P9P18_hap4    43,740,333
chr10P9P18_hap5    43,740,333
chr10P9P18_hap6    43,740,333
chr10P9P18_hap7    43,740,333
chr10P9P18_hap8    43,740,333
chr10P10P19_hap1    43,749,387
chr10P10P19_hap10    43,749,387
chr10P10P19_hap2    43,749,387
chr10P10P19_hap3    43,749,387
chr10P10P19_hap4    43,749,387
chr10P10P19_hap5    43,749,387
chr10P10P19_hap6    43,749,387
chr10P10P19_hap7    43,749,387
chr10P10P19_hap8    43,749,387
chr10P10P19_hap9    43,749,387
chr10P12P20_hap1    43,767,403
chr10P12P20_hap10    43,767,403
chr10P12P20_hap2    43,767,403
chr10P12P20_hap3    43,767,403
chr10P12P20_hap4    43,767,403
chr10P12P20_hap5    43,767,403
chr10P12P20_hap6    43,767,403
chr10P12P20_hap7    43,767,403
chr10P12P20_hap8    43,767,403
chr10P12P20_hap9    43,767,403
chr10P13P21_hap1    43,796,068
chr10P13P21_hap10    43,796,068
chr10P13P21_hap2    43,796,068
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Haplotypes +oSNP ARG Array



chr10P13P21_hap3    43,796,068
chr10P13P21_hap4    43,796,068
chr10P13P21_hap5    43,796,068
chr10P13P21_hap6    43,796,068
chr10P13P21_hap7    43,796,068
chr10P13P21_hap8    43,796,068
chr10P13P21_hap9    43,796,068
chr10P14P23_hap1    43,801,796
chr10P14P23_hap2    43,801,796
chr10P14P23_hap3    43,801,796
chr10P14P23_hap4    43,801,796
chr10P14P23_hap5    43,801,796
chr10P14P23_hap6    43,801,796
chr10P14P23_hap7    43,801,796
chr10P14P23_hap8    43,801,796
chr10P15P24_hap1    43,820,324
chr10P15P24_hap2    43,820,324
chr10P15P24_hap3    43,820,324
chr10P15P24_hap4    43,820,324
chr10P15P24_hap5    43,820,324
chr10P15P24_hap6    43,820,324
chr10P15P24_hap7    43,820,324
chr10P15P24_hap8    43,820,324
chr10P18P25_hap1    43,831,216
chr10P18P25_hap2    43,831,216
chr10P18P25_hap3    43,831,216
chr10P18P25_hap4    43,831,216
chr10P18P25_hap5    43,831,216
chr10P18P25_hap6    43,831,216
chr10P18P25_hap8    43,831,216
chr10P18P25_hap9    43,831,216
chr10P19P26_hap1    43,838,683
chr10P19P26_hap2    43,838,683
chr10P19P26_hap3    43,838,683
chr10P19P26_hap4    43,838,683
chr10P19P26_hap5    43,838,683
chr10P19P26_hap6    43,838,683
chr10P19P26_hap7    43,838,683
chr10P19P26_hap8    43,838,683
chr10P23P29_hap1    43,988,716
chr10P23P29_hap2    43,988,716
chr10P23P29_hap3    43,988,716
chr10P23P29_hap4    43,988,716
chr10P23P29_hap6    43,988,716
chr10P23P29_hap7    43,988,716
chr10P23P29_hap8    43,988,716
chr10P23P29_hap9    43,988,716
chr10P24P30_hap1    44,025,262
chr10P24P30_hap10    44,025,262
chr10P24P30_hap11    44,025,262
chr10P24P30_hap2    44,025,262
chr10P24P30_hap3    44,025,262
chr10P24P30_hap4    44,025,262
chr10P24P30_hap6    44,025,262
chr10P24P30_hap7    44,025,262
chr10P24P30_hap8    44,025,262
chr10P30P36_hap1    44,148,174
chr10P30P36_hap2    44,148,174
chr10P30P36_hap3    44,148,174
chr10P30P36_hap4    44,148,174
chr10P30P36_hap5    44,148,174
chr10P30P36_hap6    44,148,174
chr10P30P36_hap7    44,148,174
chr10P30P36_hap8    44,148,174
chr10P30P36_hap9    44,148,174
chr10P38P41_hap1    44,202,713
chr10P38P41_hap2    44,202,713
chr10P38P41_hap3    44,202,713
chr10P38P41_hap4    44,202,713
chr10P38P41_hap5    44,202,713
chr10P44P47_hap1    44,431,115
chr10P44P47_hap2    44,431,115
chr10P44P47_hap3    44,431,115
chr10P44P47_hap4    44,431,115
chr10P44P47_hap5    44,431,115
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chr10P1P7_hap1    43,649,721
chr10P1P7_hap10    43,649,721
chr10P1P7_hap2    43,649,721
chr10P1P7_hap3    43,649,721
chr10P1P7_hap4    43,649,721
chr10P1P7_hap5    43,649,721
chr10P1P7_hap6    43,649,721
chr10P1P7_hap7    43,649,721
chr10P1P7_hap8    43,649,721
chr10P1P7_hap9    43,649,721
chr10P2P10_hap1    43,678,574
chr10P2P10_hap2    43,678,574
chr10P2P10_hap3    43,678,574
chr10P2P10_hap4    43,678,574
chr10P2P10_hap5    43,678,574
chr10P2P10_hap6    43,678,574
chr10P2P10_hap7    43,678,574
chr10P2P10_hap8    43,678,574
chr10P2P10_hap9    43,678,574
chr10P3P11_hap1    43,691,436
chr10P3P11_hap2    43,691,436
chr10P3P11_hap3    43,691,436
chr10P3P11_hap4    43,691,436
chr10P3P11_hap5    43,691,436
chr10P3P11_hap6    43,691,436
chr10P3P11_hap7    43,691,436
chr10P3P11_hap8    43,691,436
chr10P5P14_hap1    43,706,518
chr10P5P14_hap10    43,706,518
chr10P5P14_hap2    43,706,518
chr10P5P14_hap3    43,706,518
chr10P5P14_hap4    43,706,518
chr10P5P14_hap5    43,706,518
chr10P5P14_hap6    43,706,518
chr10P5P14_hap7    43,706,518
chr10P5P14_hap8    43,706,518
chr10P6P16_hap1    43,722,431
chr10P6P16_hap2    43,722,431
chr10P6P16_hap3    43,722,431
chr10P6P16_hap4    43,722,431
chr10P6P16_hap5    43,722,431
chr10P6P16_hap6    43,722,431
chr10P6P16_hap7    43,722,431
chr10P6P16_hap9    43,722,431
chr10P7P17_hap1    43,728,149
chr10P7P17_hap2    43,728,149
chr10P7P17_hap3    43,728,149
chr10P7P17_hap4    43,728,149
chr10P7P17_hap5    43,728,149
chr10P7P17_hap6    43,728,149
chr10P7P17_hap7    43,728,149
chr10P7P17_hap9    43,728,149
chr10P9P18_hap1    43,740,333
chr10P9P18_hap2    43,740,333
chr10P9P18_hap3    43,740,333
chr10P9P18_hap4    43,740,333
chr10P9P18_hap5    43,740,333
chr10P9P18_hap6    43,740,333
chr10P9P18_hap7    43,740,333
chr10P9P18_hap8    43,740,333
chr10P10P19_hap1    43,749,387
chr10P10P19_hap10    43,749,387
chr10P10P19_hap2    43,749,387
chr10P10P19_hap3    43,749,387
chr10P10P19_hap4    43,749,387
chr10P10P19_hap5    43,749,387
chr10P10P19_hap6    43,749,387
chr10P10P19_hap7    43,749,387
chr10P10P19_hap8    43,749,387
chr10P10P19_hap9    43,749,387
chr10P12P20_hap1    43,767,403
chr10P12P20_hap10    43,767,403
chr10P12P20_hap2    43,767,403
chr10P12P20_hap3    43,767,403
chr10P12P20_hap4    43,767,403
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chr10P12P20_hap5    43,767,403
chr10P12P20_hap6    43,767,403
chr10P12P20_hap7    43,767,403
chr10P12P20_hap8    43,767,403
chr10P12P20_hap9    43,767,403
chr10P13P21_hap1    43,796,068
chr10P13P21_hap10    43,796,068
chr10P13P21_hap2    43,796,068
chr10P13P21_hap3    43,796,068
chr10P13P21_hap4    43,796,068
chr10P13P21_hap5    43,796,068
chr10P13P21_hap6    43,796,068
chr10P13P21_hap7    43,796,068
chr10P13P21_hap8    43,796,068
chr10P13P21_hap9    43,796,068
chr10P14P23_hap1    43,801,796
chr10P14P23_hap2    43,801,796
chr10P14P23_hap3    43,801,796
chr10P14P23_hap4    43,801,796
chr10P14P23_hap5    43,801,796
chr10P14P23_hap6    43,801,796
chr10P14P23_hap7    43,801,796
chr10P14P23_hap8    43,801,796
chr10P15P24_hap1    43,820,324
chr10P15P24_hap2    43,820,324
chr10P15P24_hap3    43,820,324
chr10P15P24_hap4    43,820,324
chr10P15P24_hap5    43,820,324
chr10P15P24_hap6    43,820,324
chr10P15P24_hap7    43,820,324
chr10P15P24_hap8    43,820,324
chr10P18P25_hap1    43,831,216
chr10P18P25_hap2    43,831,216
chr10P18P25_hap3    43,831,216
chr10P18P25_hap4    43,831,216
chr10P18P25_hap5    43,831,216
chr10P18P25_hap6    43,831,216
chr10P18P25_hap8    43,831,216
chr10P18P25_hap9    43,831,216
chr10P19P26_hap1    43,838,683
chr10P19P26_hap2    43,838,683
chr10P19P26_hap3    43,838,683
chr10P19P26_hap4    43,838,683
chr10P19P26_hap5    43,838,683
chr10P19P26_hap6    43,838,683
chr10P19P26_hap7    43,838,683
chr10P19P26_hap8    43,838,683
chr10P23P29_hap1    43,988,716
chr10P23P29_hap2    43,988,716
chr10P23P29_hap3    43,988,716
chr10P23P29_hap4    43,988,716
chr10P23P29_hap6    43,988,716
chr10P23P29_hap7    43,988,716
chr10P23P29_hap8    43,988,716
chr10P23P29_hap9    43,988,716
chr10P24P30_hap1    44,025,262
chr10P24P30_hap10    44,025,262
chr10P24P30_hap11    44,025,262
chr10P24P30_hap2    44,025,262
chr10P24P30_hap3    44,025,262
chr10P24P30_hap4    44,025,262
chr10P24P30_hap6    44,025,262
chr10P24P30_hap7    44,025,262
chr10P24P30_hap8    44,025,262
chr10P30P35_hap1    44,148,174
chr10P30P35_hap2    44,148,174
chr10P30P35_hap3    44,148,174
chr10P30P35_hap4    44,148,174
chr10P30P35_hap5    44,148,174
chr10P30P35_hap6    44,148,174
chr10P30P35_hap7    44,148,174
chr10P30P35_hap8    44,148,174
chr10P37P40_hap1    44,202,713
chr10P37P40_hap2    44,202,713
chr10P37P40_hap3    44,202,713
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chr10P37P40_hap4    44,202,713
chr10P37P40_hap5    44,202,713
chr10P43P46_hap1    44,431,115
chr10P43P46_hap2    44,431,115
chr10P43P46_hap3    44,431,115
chr10P43P46_hap4    44,431,115
chr10P43P46_hap5    44,431,115
chr10P44P48_hap1    44,466,322
chr10P44P48_hap2    44,466,322
chr10P44P48_hap3    44,466,322
chr10P44P48_hap4    44,466,322
chr10P44P48_hap5    44,466,322
chr10P44P48_hap6    44,466,322
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chr17P1P4_hap1    32,387,585
chr17P1P4_hap2    32,387,585
chr17P1P4_hap3    32,387,585
chr17P4P5_hap1    32,424,775
chr17P4P5_hap2    32,424,775
chr17P6P7_hap1    32,512,097
chr17P6P7_hap2    32,512,097
chr17P6P7_hap3    32,512,097
chr17P6P7_hap4    32,512,097
chr17P7P8_hap1    32,598,705
chr17P7P8_hap2    32,598,705
chr17P7P8_hap3    32,598,705
chr17P8P15_hap1    32,650,261
chr17P8P15_hap2    32,650,261
chr17P8P15_hap3    32,650,261
chr17P8P15_hap4    32,650,261
chr17P8P15_hap5    32,650,261
chr17P8P15_hap6    32,650,261
chr17P8P15_hap7    32,650,261
chr17P9P17_hap1    32,719,998
chr17P9P17_hap2    32,719,998
chr17P9P17_hap3    32,719,998
chr17P9P17_hap4    32,719,998
chr17P9P17_hap5    32,719,998
chr17P9P17_hap6    32,719,998
chr17P11P18_hap1    32,743,422
chr17P11P18_hap2    32,743,422
chr17P11P18_hap3    32,743,422
chr17P11P18_hap4    32,743,422
chr17P11P18_hap5    32,743,422
chr17P11P18_hap6    32,743,422
chr17P11P18_hap7    32,743,422
chr17P12P20_hap1    32,746,714
chr17P12P20_hap2    32,746,714
chr17P12P20_hap3    32,746,714
chr17P12P20_hap4    32,746,714
chr17P12P20_hap5    32,746,714
chr17P12P20_hap6    32,746,714
chr17P12P20_hap7    32,746,714
chr17P12P20_hap8    32,746,714
chr17P19P26_hap1    32,798,404
chr17P19P26_hap10    32,798,404
chr17P19P26_hap2    32,798,404
chr17P19P26_hap3    32,798,404
chr17P19P26_hap4    32,798,404
chr17P19P26_hap5    32,798,404
chr17P19P26_hap6    32,798,404
chr17P19P26_hap7    32,798,404
chr17P19P26_hap8    32,798,404
chr17P20P27_hap1    32,820,224
chr17P20P27_hap2    32,820,224
chr17P20P27_hap3    32,820,224
chr17P20P27_hap4    32,820,224
chr17P20P27_hap5    32,820,224
chr17P20P27_hap6    32,820,224
chr17P20P27_hap7    32,820,224
chr17P20P27_hap8    32,820,224
chr17P23P28_hap1    32,857,302
chr17P23P28_hap2    32,857,302
chr17P23P28_hap3    32,857,302
chr17P23P28_hap4    32,857,302
chr17P23P28_hap5    32,857,302
chr17P23P28_hap6    32,857,302
chr17P23P28_hap7    32,857,302
chr17P23P28_hap9    32,857,302
chr17P29P33_hap1    32,905,404
chr17P29P33_hap2    32,905,404
chr17P29P33_hap3    32,905,404
chr17P29P33_hap4    32,905,404
chr17P29P33_hap5    32,905,404
chr17P29P33_hap6    32,905,404
chr17P29P33_hap7    32,905,404
chr17P29P33_hap8    32,905,404
chr17P33P40_hap1    32,930,639
chr17P33P40_hap10    32,930,639
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chr17P33P40_hap11    32,930,639
chr17P33P40_hap12    32,930,639
chr17P33P40_hap13    32,930,639
chr17P33P40_hap2    32,930,639
chr17P33P40_hap3    32,930,639
chr17P33P40_hap4    32,930,639
chr17P33P40_hap5    32,930,639
chr17P33P40_hap6    32,930,639
chr17P33P40_hap7    32,930,639
chr17P33P40_hap8    32,930,639
chr17P33P40_hap9    32,930,639
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Fig. 7a - Chr17R CCL5-Rantes Region
SNP ARG Array



!

!

!
!
!

!

!

!

!

!

!
!

!

!
!
!

!

!
!

!

!

!!

!

!

!

!

!!

!

!!

!

!

!
!

!

!

!

!

!

! !

!
!

!

!

! ! !

!!
!

!

!

!!

!
!

!

! !
! !

!

! !

!
!

!
!

!

R
a
n
k
e
d
 b

y

L
o
w

e
s
t 
p

1
3

1
0

5
0

2
5
0

!

!

!

!

!

!

! !
!

! !

!

!

!
!

!

!

!
!
!

!

!

!

!

!

!
!

!

!
!
!

!

!
!

!

!

!!

!

!

!

!

!!

!

!!

!

!

!
!

!

!

!

!

!

! !

!
!

!

!

! ! !

!!
!

!

!

!!

!
!

!

! !
! !

!

! !

!
!

!
!

!

!!!!!!!!!!!!!!!!!!!!

!

!!!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! ! ! ! ! ! !! ! !!!!!

R
a
n
k
e
d
 b

y

N
u
m

 p
 <

 0
.0

1

1
3

1
0

5
0

2
5
0

! ! ! ! ! ! ! ! ! ! ! ! ! ! !!!!!!!!!!!!!!!!!!!!!

!

!!!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! ! ! ! ! ! !! ! !!!!!

!
!

!

!! !!
! ! !

R
a
n
k
e
d
 b

y

s
u
m

(O
R

/p
 |
 p

<
0
.0

5
)

1
3

1
0

5
0

2
5
0

! !
!

!

!

!! !!
! ! !

!

R
a
n
k
e
d
 b

y

m
a
x
(O

R
/p

 |
 p

<
0
.0

1
)

1
3

1
0

5
0

2
5
0

!

!
!
!!!

!
!

!

!

!

!!

!

!!
!

!
!!

!

!

!!

!
!

!

!

!!

!

!!

!
!

!!

!

!

!

!
!

! !

!
!

! !

! ! !

!!!

!
!

!!

!!

!

! ! ! !
!

! !

!!!!!

R
a
n
k
e
d
 b

y

M
e
a
n
 R

a
n
k

1
3

1
0

5
0

2
5
0

!

!

!

!

!

!

! ! !

! !
!

!

! !!
!
!!!

!
!

!

!

!

!!

!

!!
!

!
!!

!

!

!!

!
!

!

!

!!

!

!!

!
!

!!

!

!

!

!
!

! !

!
!

! !

! ! !

!!!

!
!

!!

!!

!

! ! ! !
!

! !

!!!!!

33.0 33.2 33.4 33.6 33.8 34.0 34.2 34.4^ ^̂ ^^ ^
|| ||| ||| || |||| |||| ||| |||| || || | | | | | ||| || | | | | | || || | |||| || | || | | | | | | || | | ||| |[]|̂

|
In1.1C

Position in Mb
SNP_Ranks_31Jan07!Wed Jan 31 15:00:34 2007

C
h
ro

m
o
s
o
m

e
 1

7
: 
In

fe
c
ti
o
n
 R

e
s
u
lt
s

!

!

!
!
!

!

!

!

!

!

!

!
!

!

!

!

!

!

!

!

!

!!

!

!!

!
!! ! !

!!
!

!!

!

!

!

! !

! !
!

!

!

!
!

!

!

!!!
!!

!

!
!!

!

!
!

!

!

!!

!
!!

!

!
!

R
a
n
k
e
d
 b

y

L
o
w

e
s
t 
p

1
3

1
0

5
0

2
5
0

!

!

!

!

!

! !

! !

!

!

!

!

!

!

!

!

!
!
!

!

!

!

!

!

!

!
!

!

!

!

!

!

!

!

!

!!

!

!!

!
!! ! !

!!
!

!!

!

!

!

! !

! !
!

!

!

!
!

!

!

!!!
!!

!

!
!!

!

!
!

!

!

!!

!
!!

!

!
!

!

!

!!!!!

!

!!!

!

!

!

!

!!!!!!

!
!

!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !

!
!!!
!

!!!!

!

! ! ! ! !! ! !!!!!

R
a
n
k
e
d
 b

y

N
u
m

 p
 <

 0
.0

1

1
3

1
0

5
0

2
5
0

!

! !

!

! ! ! ! ! ! !

!
!

! !

!

!

!!!!!

!

!!!

!

!

!

!

!!!!!!

!
!

!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !

!
!!!
!

!!!!

!

! ! ! ! !! ! !!!!!

!

!

!

!
! !

!

! !

!
!!

!

!

!

!

!

!

!

!

!

!

!

!
!

!

! ! !

!

!

!

!!!!!

!
!!

!

!

!

!

!!

R
a
n
k
e
d
 b

y

s
u
m

(O
R

/p
 |
 p

<
0
.0

5
)

1
3

1
0

5
0

2
5
0

! !

!

!

!
! !

!
!

!!

!

!

!
! !

!

! !

!
!!

!

!

!

!

!

!

!

!

!

!

!

!
!

!

! ! !

!

!

!

!!!!!

!
!!

!

!

!

!

!!

!

! !
!!!

!

!!

!!
!
!!

!

R
a
n
k
e
d
 b

y

m
a
x
(O

R
/p

 |
 p

<
0
.0

1
)

1
3

1
0

5
0

2
5
0

!

!

!
!

!

! !
!!!

!

!!

!!
!
!!

!

!

!

!
!
!
!

!

!

!
!
!

!!!

!

!

!
!

!

!
!

!
!

!

!!
!
!! ! !!!

!
!!
!
!

!
! !

! ! !
!

!

!!

!

!

!!!!!

!
!
!!

!

! !
!

!

!!

!

!!
!
!!

R
a
n
k
e
d
 b

y

M
e
a
n
 R

a
n
k

1
3

1
0

5
0

2
5
0

!

!
!

!

!

! !
! !

!
!

!
!

!

!

!

!

!
!
!
!

!

!

!
!
!

!!!

!

!

!
!

!

!
!

!
!

!

!!
!
!! ! !!!

!
!!
!
!

!
! !

! ! !
!

!

!!

!

!

!!!!!

!
!
!!

!

! !
!

!

!!

!

!!
!
!!

33.0 33.2 33.4 33.6 33.8 34.0 34.2 34.4^ ^̂ ^^ ^
|| ||| ||| || |||| |||| ||| |||| || || | | | | | ||| || | | | | | || || | |||| || | || | | | | | | || | | ||| |[]|̂

|
In1.1C

Position in Mb
SNP_Ranks_31Jan07!Wed Jan 31 15:00:34 2007

C
h
ro

m
o
s
o
m

e
 1

7
: 
P

ro
p
o
rt

io
n
a
l 
H

a
z
a
rd

s

!

!

!
!
!

!!
!

!

!

!

!
!

!

!

!

!

!

!

!

!

!!

!

!
!

!
!!

! !
!
!

!
!

!

!

!

!
!
!

!
!

!

!

!!

!

!

!!!
!

!

!

!!

!
! !

!

!

!

!!

!
!!!

!
!

R
a
n
k
e
d
 b

y

L
o
w

e
s
t 
p

1
3

1
0

5
0

2
5
0

!
!

!

!

! !
!

!
!

!
!

!

! !

!!

!

!
!
!

!!
!

!

!

!

!
!

!

!

!

!

!

!

!

!

!!

!

!
!

!
!!

! !
!
!

!
!

!

!

!

!
!
!

!
!

!

!

!!

!

!

!!!
!

!

!

!!

!
! !

!

!

!

!!

!
!!!

!
!

!!!!!!!!!!!!!!!!!!!!! !!!!!!!! ! !!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! ! ! ! ! ! !! ! !!!!!

R
a
n
k
e
d
 b

y

N
u
m

 p
 <

 0
.0

1

1
3

1
0

5
0

2
5
0

! ! ! ! ! ! ! ! ! ! ! ! ! ! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!! ! !!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! ! ! ! ! ! !! ! !!!!!

!

!

!

!

!!
!

!

R
a
n
k
e
d
 b

y

s
u
m

(O
R

/p
 |
 p

<
0
.0

5
)

1
3

1
0

5
0

2
5
0

!

!!

!

!

!

!!
!

!

R
a
n
k
e
d
 b

y

m
a
x
(O

R
/p

 |
 p

<
0
.0

1
)

1
3

1
0

5
0

2
5
0

!
!
!!!

!!!
!
!

!

!
!
!

!
!

!
!!

!

!
!!
!
!
!
!
!!

! !!!

!!

!

!
!

! !!

!
!

!

!
!!

!

!
!!!!

!

!

!!
! ! !

!
!

!

!!

!
!!!

!
!

R
a
n
k
e
d
 b

y

M
e
a
n
 R

a
n
k

1
3

1
0

5
0

2
5
0

!
!

!

!

! !
!

! !

!
!

!

! !
!!

!
!!!

!!!
!
!

!

!
!
!

!
!

!
!!

!

!
!!
!
!
!
!
!!

! !!!

!!

!

!
!

! !!

!
!

!

!
!!

!

!
!!!!

!

!

!!
! ! !

!
!

!

!!

!
!!!

!
!

33.0 33.2 33.4 33.6 33.8 34.0 34.2 34.4^ ^̂ ^^ ^
|| ||| ||| || |||| |||| ||| |||| || || | | | | | ||| || | | | | | || || | |||| || | || | | | | | | || | | ||| |[]|̂

|
In1.1C

Position in Mb
SNP_Ranks_31Jan07!Wed Jan 31 15:00:34 2007

C
h
ro

m
o
s
o
m

e
 1

7
: 
C

a
te

g
o
ri
c
a
l 
A

n
a
ly

s
is

!

!

!

!

!

!

!

!

!

!

!
!

!

!
!

!!

!

!
!

!

!!

!

!

!
!
!!

!

!

!
!!

!
!

!!! !
!

!
!

!

!

!

!
! ! !

!!

!

!
!

!
!

!!

!

!
!

! !
!

!

!

!

!

!
!

!

R
a
n
k
e
d
 b

y

L
o
w

e
s
t 
p

1
3

1
0

5
0

2
5
0

!

!

!

!

!

!

!
!

!

!

!

!
!

!

!

!

!

!

!

!

!

!

!

!

!

!
!

!

!
!

!!

!

!
!

!

!!

!

!

!
!
!!

!

!

!
!!

!
!

!!! !
!

!
!

!

!

!

!
! ! !

!!

!

!
!

!
!

!!

!

!
!

! !
!

!

!

!

!

!
!

!

!

!

!!

!!

!

!

!

!!!!!!!!!!!!

!

!

!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! !

!

! ! ! !! ! !!!!!

R
a
n
k
e
d
 b

y

N
u
m

 p
 <

 0
.0

1

1
3

1
0

5
0

2
5
0

!

!

! ! ! ! ! ! ! ! ! ! ! ! !!

!

!!

!!

!

!

!

!!!!!!!!!!!!

!

!

!!!!!! ! !!!! !!!!! ! !! ! ! !! !! ! !!!!!! !!!! !

!

! ! ! !! ! !!!!!

!

!

!

!

!

!

!

!

! !!

!

!!

!!

!

!
! !

!

!

!

!
!

!

!
! !

!

!

!

R
a
n
k
e
d
 b

y

s
u
m

(O
R

/p
 |
 p

<
0
.0

5
)

1
3

1
0

5
0

2
5
0

!

!

!

! !

!

!

!!

!

!

!

!

!

!

!

! !!

!

!!

!!

!

!
! !

!

!

!

!
!

!

!
! !

!

!

!

! !

!

!

!

!! !

R
a
n
k
e
d
 b

y

m
a
x
(O

R
/p

 |
 p

<
0
.0

1
)

1
3

1
0

5
0

2
5
0

!! !

!

!

!

!! !

!

!

!

!

!

!

!

!

!

!

!!
!

!
!
!!
!

!!
!

!
!

!

!
!
!!!

!
!

!!!
!
!
!!! ! !

! !
!

!!

!! ! !!!
!
!!

!!

!!

!

!

!

! !
!

!

!

!
!

!
!

!

R
a
n
k
e
d
 b

y

M
e
a
n
 R

a
n
k

1
3

1
0

5
0

2
5
0

!

!

!

!
!

!
! !

!

!

!
!

!
!

!!

!

!

!

!

!

!

!

!

!

!!
!

!
!
!!
!

!!
!

!
!

!

!
!
!!!

!
!

!!!
!
!
!!! ! !

! !
!

!!

!! ! !!!
!
!!

!!

!!

!

!

!

! !
!

!

!

!
!

!
!

!

33.0 33.2 33.4 33.6 33.8 34.0 34.2 34.4^ ^̂ ^^ ^
|| ||| ||| || |||| |||| ||| |||| || || | | | | | ||| || | | | | | || || | |||| || | || | | | | | | || | | ||| |[]|̂

|
In1.1C

Position in Mb
SNP_Ranks_31Jan07!Wed Jan 31 15:00:34 2007

C
h
ro

m
o
s
o
m

e
 1

7
: 
S

e
q
u
e
la

e

Fig. 7b - Chr 17CCL5-Rantes Region
SNP ARG Rank



chr17P42P45_hap1    32,986,657
chr17P42P45_hap2    32,986,657
chr17P42P45_hap3    32,986,657
chr17P42P45_hap4    32,986,657
chr17P42P45_hap5    32,986,657
chr17P42P45_hap6    32,986,657
chr17P42P45_hap7    32,986,657
chr17P44P46_hap1    33,014,113
chr17P44P46_hap2    33,014,113
chr17P44P46_hap3    33,014,113
chr17P44P46_hap4    33,014,113
chr17P46P48_hap1    33,037,234
chr17P46P48_hap2    33,037,234
chr17P46P48_hap3    33,037,234
chr17P46P48_hap4    33,037,234
chr17P48P49_hap1    33,054,636
chr17P48P49_hap2    33,054,636
chr17P48P49_hap3    33,054,636
chr17P48P49_hap4    33,054,636
chr17P49P50_hap1    33,069,360
chr17P49P50_hap2    33,069,360
chr17P49P50_hap3    33,069,360
chr17P51P52_hap1    33,101,836
chr17P51P52_hap2    33,101,836
chr17P51P52_hap3    33,101,836
chr17P52P53_hap1    33,107,301
chr17P52P53_hap2    33,107,301
chr17P52P53_hap3    33,107,301
chr17P52P53_hap4    33,107,301
chr17P55P61_hap1    33,135,993
chr17P55P61_hap10    33,135,993
chr17P55P61_hap11    33,135,993
chr17P55P61_hap2    33,135,993
chr17P55P61_hap3    33,135,993
chr17P55P61_hap4    33,135,993
chr17P55P61_hap5    33,135,993
chr17P55P61_hap6    33,135,993
chr17P55P61_hap7    33,135,993
chr17P55P61_hap8    33,135,993
chr17P55P61_hap9    33,135,993
chr17P57P65_hap1    33,149,639
chr17P57P65_hap10    33,149,639
chr17P57P65_hap11    33,149,639
chr17P57P65_hap12    33,149,639
chr17P57P65_hap2    33,149,639
chr17P57P65_hap3    33,149,639
chr17P57P65_hap4    33,149,639
chr17P57P65_hap5    33,149,639
chr17P57P65_hap6    33,149,639
chr17P57P65_hap7    33,149,639
chr17P57P65_hap8    33,149,639
chr17P57P65_hap9    33,149,639
chr17P60P66_hap1    33,179,019
chr17P60P66_hap2    33,179,019
chr17P60P66_hap3    33,179,019
chr17P60P66_hap4    33,179,019
chr17P60P66_hap5    33,179,019
chr17P60P66_hap6    33,179,019
chr17P60P66_hap7    33,179,019
chr17P62P69_hap1    33,213,136
chr17P62P69_hap10    33,213,136
chr17P62P69_hap2    33,213,136
chr17P62P69_hap3    33,213,136
chr17P62P69_hap4    33,213,136
chr17P62P69_hap5    33,213,136
chr17P62P69_hap6    33,213,136
chr17P62P69_hap7    33,213,136
chr17P62P69_hap8    33,213,136
chr17P62P69_hap9    33,213,136
chr17P64P73_hap1    33,228,865
chr17P64P73_hap10    33,228,865
chr17P64P73_hap2    33,228,865
chr17P64P73_hap3    33,228,865
chr17P64P73_hap4    33,228,865
chr17P64P73_hap5    33,228,865
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chr17P64P73_hap6    33,228,865
chr17P64P73_hap7    33,228,865
chr17P64P73_hap8    33,228,865
chr17P64P73_hap9    33,228,865
chr17P65P74_hap1    33,235,626
chr17P65P74_hap2    33,235,626
chr17P65P74_hap3    33,235,626
chr17P65P74_hap4    33,235,626
chr17P65P74_hap5    33,235,626
chr17P65P74_hap6    33,235,626
chr17P65P74_hap7    33,235,626
chr17P65P74_hap8    33,235,626
chr17P65P74_hap9    33,235,626
chr17P67P75_hap1    33,258,756
chr17P67P75_hap10    33,258,756
chr17P67P75_hap11    33,258,756
chr17P67P75_hap2    33,258,756
chr17P67P75_hap3    33,258,756
chr17P67P75_hap4    33,258,756
chr17P67P75_hap5    33,258,756
chr17P67P75_hap6    33,258,756
chr17P67P75_hap7    33,258,756
chr17P67P75_hap8    33,258,756
chr17P67P75_hap9    33,258,756
chr17P69P77_hap1    33,284,159
chr17P69P77_hap10    33,284,159
chr17P69P77_hap11    33,284,159
chr17P69P77_hap2    33,284,159
chr17P69P77_hap3    33,284,159
chr17P69P77_hap4    33,284,159
chr17P69P77_hap5    33,284,159
chr17P69P77_hap6    33,284,159
chr17P69P77_hap7    33,284,159
chr17P69P77_hap8    33,284,159
chr17P69P77_hap9    33,284,159
chr17P70P79_hap1    33,316,033
chr17P70P79_hap10    33,316,033
chr17P70P79_hap11    33,316,033
chr17P70P79_hap2    33,316,033
chr17P70P79_hap3    33,316,033
chr17P70P79_hap4    33,316,033
chr17P70P79_hap5    33,316,033
chr17P70P79_hap6    33,316,033
chr17P70P79_hap7    33,316,033
chr17P70P79_hap8    33,316,033
chr17P70P79_hap9    33,316,033
chr17P71P80_hap1    33,342,941
chr17P71P80_hap10    33,342,941
chr17P71P80_hap2    33,342,941
chr17P71P80_hap3    33,342,941
chr17P71P80_hap4    33,342,941
chr17P71P80_hap5    33,342,941
chr17P71P80_hap6    33,342,941
chr17P71P80_hap7    33,342,941
chr17P71P80_hap8    33,342,941
chr17P71P80_hap9    33,342,941
chr17P75P81_hap1    33,442,615
chr17P75P81_hap2    33,442,615
chr17P75P81_hap3    33,442,615
chr17P75P81_hap4    33,442,615
chr17P75P81_hap5    33,442,615
chr17P75P81_hap6    33,442,615
chr17P83P87_hap1    33,631,741
chr17P83P87_hap2    33,631,741
chr17P83P87_hap3    33,631,741
chr17P83P87_hap4    33,631,741
chr17P83P87_hap5    33,631,741
chr17P83P87_hap6    33,631,741
chr17P83P87_hap7    33,631,741
chr17P87P88_hap1    33,737,537
chr17P87P88_hap2    33,737,537
chr17P87P88_hap3    33,737,537
chr17P88P89_hap1    33,743,611
chr17P88P89_hap2    33,743,611
chr17P88P89_hap3    33,743,611
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chr17P89P96_hap1    33,771,348
chr17P89P96_hap10    33,771,348
chr17P89P96_hap2    33,771,348
chr17P89P96_hap3    33,771,348
chr17P89P96_hap4    33,771,348
chr17P89P96_hap5    33,771,348
chr17P89P96_hap6    33,771,348
chr17P89P96_hap7    33,771,348
chr17P89P96_hap8    33,771,348
chr17P89P96_hap9    33,771,348
chr17P90P97_hap1    33,809,594
chr17P90P97_hap2    33,809,594
chr17P90P97_hap3    33,809,594
chr17P90P97_hap4    33,809,594
chr17P90P97_hap5    33,809,594
chr17P90P97_hap6    33,809,594
chr17P90P97_hap7    33,809,594
chr17P90P97_hap8    33,809,594
chr17P90P97_hap9    33,809,594
chr17P96P99_hap1    33,863,467
chr17P96P99_hap2    33,863,467
chr17P96P99_hap3    33,863,467
chr17P96P99_hap4    33,863,467
chr17P96P99_hap5    33,863,467
chr17P96P99_hap6    33,863,467
chr17P96P99_hap8    33,863,467
chr17P101P109_hap1    34,024,611
chr17P101P109_hap10    34,024,611
chr17P101P109_hap11    34,024,611
chr17P101P109_hap2    34,024,611
chr17P101P109_hap3    34,024,611
chr17P101P109_hap4    34,024,611
chr17P101P109_hap5    34,024,611
chr17P101P109_hap6    34,024,611
chr17P101P109_hap7    34,024,611
chr17P101P109_hap8    34,024,611
chr17P101P109_hap9    34,024,611
chr17P102P110_hap1    34,051,295
chr17P102P110_hap2    34,051,295
chr17P102P110_hap3    34,051,295
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Haplotypes +oSNP ARG Rank



chr17P41P44_hap1    32,986,657
chr17P41P44_hap2    32,986,657
chr17P41P44_hap3    32,986,657
chr17P41P44_hap4    32,986,657
chr17P41P44_hap5    32,986,657
chr17P41P44_hap6    32,986,657
chr17P41P44_hap7    32,986,657
chr17P43P45_hap1    33,014,113
chr17P43P45_hap2    33,014,113
chr17P43P45_hap3    33,014,113
chr17P43P45_hap4    33,014,113
chr17P45P47_hap1    33,037,234
chr17P45P47_hap2    33,037,234
chr17P45P47_hap3    33,037,234
chr17P45P47_hap4    33,037,234
chr17P47P48_hap1    33,054,636
chr17P47P48_hap2    33,054,636
chr17P47P48_hap3    33,054,636
chr17P47P48_hap4    33,054,636
chr17P48P49_hap1    33,069,360
chr17P48P49_hap2    33,069,360
chr17P48P49_hap3    33,069,360
chr17P50P51_hap1    33,101,836
chr17P50P51_hap2    33,101,836
chr17P50P51_hap3    33,101,836
chr17P51P52_hap1    33,107,301
chr17P51P52_hap2    33,107,301
chr17P51P52_hap3    33,107,301
chr17P51P52_hap4    33,107,301
chr17P54P60_hap1    33,135,993
chr17P54P60_hap10    33,135,993
chr17P54P60_hap11    33,135,993
chr17P54P60_hap2    33,135,993
chr17P54P60_hap3    33,135,993
chr17P54P60_hap4    33,135,993
chr17P54P60_hap5    33,135,993
chr17P54P60_hap6    33,135,993
chr17P54P60_hap7    33,135,993
chr17P54P60_hap8    33,135,993
chr17P54P60_hap9    33,135,993
chr17P56P64_hap1    33,149,639
chr17P56P64_hap10    33,149,639
chr17P56P64_hap11    33,149,639
chr17P56P64_hap12    33,149,639
chr17P56P64_hap2    33,149,639
chr17P56P64_hap3    33,149,639
chr17P56P64_hap4    33,149,639
chr17P56P64_hap5    33,149,639
chr17P56P64_hap6    33,149,639
chr17P56P64_hap7    33,149,639
chr17P56P64_hap8    33,149,639
chr17P56P64_hap9    33,149,639
chr17P59P65_hap1    33,179,019
chr17P59P65_hap2    33,179,019
chr17P59P65_hap3    33,179,019
chr17P59P65_hap4    33,179,019
chr17P59P65_hap5    33,179,019
chr17P59P65_hap6    33,179,019
chr17P59P65_hap7    33,179,019
chr17P61P68_hap1    33,213,136
chr17P61P68_hap10    33,213,136
chr17P61P68_hap2    33,213,136
chr17P61P68_hap3    33,213,136
chr17P61P68_hap4    33,213,136
chr17P61P68_hap5    33,213,136
chr17P61P68_hap6    33,213,136
chr17P61P68_hap7    33,213,136
chr17P61P68_hap8    33,213,136
chr17P61P68_hap9    33,213,136
chr17P63P72_hap1    33,228,865
chr17P63P72_hap10    33,228,865
chr17P63P72_hap2    33,228,865
chr17P63P72_hap3    33,228,865
chr17P63P72_hap4    33,228,865
chr17P63P72_hap5    33,228,865
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chr17P63P72_hap6    33,228,865
chr17P63P72_hap7    33,228,865
chr17P63P72_hap8    33,228,865
chr17P63P72_hap9    33,228,865
chr17P64P73_hap1    33,235,626
chr17P64P73_hap2    33,235,626
chr17P64P73_hap3    33,235,626
chr17P64P73_hap4    33,235,626
chr17P64P73_hap5    33,235,626
chr17P64P73_hap6    33,235,626
chr17P64P73_hap7    33,235,626
chr17P64P73_hap8    33,235,626
chr17P64P73_hap9    33,235,626
chr17P65P74_hap1    33,257,656
chr17P65P74_hap2    33,257,656
chr17P65P74_hap3    33,257,656
chr17P65P74_hap4    33,257,656
chr17P65P74_hap5    33,257,656
chr17P65P74_hap6    33,257,656
chr17P65P74_hap7    33,257,656
chr17P65P74_hap8    33,257,656
chr17P65P74_hap9    33,257,656
chr17P67P75_hap1    33,275,476
chr17P67P75_hap10    33,275,476
chr17P67P75_hap11    33,275,476
chr17P67P75_hap2    33,275,476
chr17P67P75_hap3    33,275,476
chr17P67P75_hap4    33,275,476
chr17P67P75_hap5    33,275,476
chr17P67P75_hap6    33,275,476
chr17P67P75_hap7    33,275,476
chr17P67P75_hap8    33,275,476
chr17P67P75_hap9    33,275,476
chr17P68P77_hap1    33,284,159
chr17P68P77_hap10    33,284,159
chr17P68P77_hap11    33,284,159
chr17P68P77_hap12    33,284,159
chr17P68P77_hap13    33,284,159
chr17P68P77_hap2    33,284,159
chr17P68P77_hap3    33,284,159
chr17P68P77_hap4    33,284,159
chr17P68P77_hap5    33,284,159
chr17P68P77_hap6    33,284,159
chr17P68P77_hap7    33,284,159
chr17P68P77_hap8    33,284,159
chr17P68P77_hap9    33,284,159
chr17P69P78_hap1    33,316,033
chr17P69P78_hap10    33,316,033
chr17P69P78_hap11    33,316,033
chr17P69P78_hap2    33,316,033
chr17P69P78_hap3    33,316,033
chr17P69P78_hap4    33,316,033
chr17P69P78_hap5    33,316,033
chr17P69P78_hap6    33,316,033
chr17P69P78_hap7    33,316,033
chr17P69P78_hap8    33,316,033
chr17P69P78_hap9    33,316,033
chr17P70P79_hap1    33,342,941
chr17P70P79_hap10    33,342,941
chr17P70P79_hap2    33,342,941
chr17P70P79_hap3    33,342,941
chr17P70P79_hap4    33,342,941
chr17P70P79_hap5    33,342,941
chr17P70P79_hap6    33,342,941
chr17P70P79_hap7    33,342,941
chr17P70P79_hap8    33,342,941
chr17P70P79_hap9    33,342,941
chr17P74P80_hap1    33,442,615
chr17P74P80_hap2    33,442,615
chr17P74P80_hap3    33,442,615
chr17P74P80_hap4    33,442,615
chr17P74P80_hap5    33,442,615
chr17P74P80_hap6    33,442,615
chr17P82P86_hap1    33,631,741
chr17P82P86_hap2    33,631,741
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chr17P82P86_hap3    33,631,741
chr17P82P86_hap4    33,631,741
chr17P82P86_hap5    33,631,741
chr17P82P86_hap6    33,631,741
chr17P82P86_hap7    33,631,741
chr17P86P87_hap1    33,737,537
chr17P86P87_hap2    33,737,537
chr17P86P87_hap3    33,737,537
chr17P87P88_hap1    33,743,611
chr17P87P88_hap2    33,743,611
chr17P87P88_hap3    33,743,611
chr17P88P95_hap1    33,771,348
chr17P88P95_hap10    33,771,348
chr17P88P95_hap2    33,771,348
chr17P88P95_hap3    33,771,348
chr17P88P95_hap4    33,771,348
chr17P88P95_hap5    33,771,348
chr17P88P95_hap6    33,771,348
chr17P88P95_hap7    33,771,348
chr17P88P95_hap8    33,771,348
chr17P88P95_hap9    33,771,348
chr17P89P96_hap1    33,809,594
chr17P89P96_hap2    33,809,594
chr17P89P96_hap3    33,809,594
chr17P89P96_hap4    33,809,594
chr17P89P96_hap5    33,809,594
chr17P89P96_hap6    33,809,594
chr17P89P96_hap7    33,809,594
chr17P89P96_hap8    33,809,594
chr17P89P96_hap9    33,809,594
chr17P95P98_hap1    33,863,467
chr17P95P98_hap2    33,863,467
chr17P95P98_hap3    33,863,467
chr17P95P98_hap4    33,863,467
chr17P95P98_hap5    33,863,467
chr17P95P98_hap6    33,863,467
chr17P95P98_hap8    33,863,467
chr17P100P109_hap1    34,024,611
chr17P100P109_hap10    34,024,611
chr17P100P109_hap11    34,024,611
chr17P100P109_hap2    34,024,611
chr17P100P109_hap3    34,024,611
chr17P100P109_hap4    34,024,611
chr17P100P109_hap5    34,024,611
chr17P100P109_hap6    34,024,611
chr17P100P109_hap7    34,024,611
chr17P100P109_hap8    34,024,611
chr17P100P109_hap9    34,024,611
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