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In Press

Schelling, J.R., Abboud, H.E., Nicholas, S.B., Pahl, M.V., Sedor, J.R., Adler, S.G., Arar,
N.H., Bowden, D.W., Elston, R.C., Freedman, B.I., Goddard, K.A.B., Hanson, R.L., Ipp,
E., Iyengar, S.K., Jun, G., Kao, W.H.L., Kasinath, B.S., Kimmel, P.L., Klag, M.J.,
Knowler, W.C., Nelson, R.G., Parekh, R.S., Quade, S.R., Rich, S.S., Saad, M.F., Scavini,
M., Smith, M.W., Taylor, K., Winkler, C.A., Wang, D., Zager, P.G., and Shah, V.O.:
Genome-Wide Scan for Estimated GFR in Multi-Ethnic Diabetic Populations: The
Family Investigation of Nephropathy and Diabetes. Diabetes: In press, 2007.

Price, A.L., Patterson, N., Yu, F., Cox, D.R., Waliszewska, A., McDonald, G.J., Tandon,
A., Schirmer, C., Neubauer, J., Bedoya, G., Duque, C., Villegas, A., Bortolini, M.C.,
Salzano, F.M., Gallo, C., Mazzotti, G., Tello-Ruiz, M., Riba, L., Aguilar-Salinas, C.A.,
Canizales-Quinteros, S., Menjivar, M., Klitz, W., Henderson, B.E., Haiman, C.A.,
Winkler, C., Tusie-Luna, T., Ruiz-Linares, A., and Reich, D.: A genomewide admixture
map for Latino populations. Am. J. Hum. Genet.: In press, 2007.

Invited Talks

10.
1.

12.

13.

Invited Speaker, The Role of Chemokine and Chemokine Receptors in HIV-1 Infection
and Pathogenesis, Kyoto University, Kyoto, Japan, 2001.

Plenary Speaker, United States-Japan Cooperative Cancer Research Program
Symposium, National Cancer Institute-Japan, Tokyo, Japan, 2001.

Invited Speaker, Implications of HCV coinfection on HIV-1 Disease, Peking University
First Hospital, Beijing, People’s Republic of China, 2001.

Invited Speaker, China First AIDS Conference, Beijing, People’s Republic of China,
2001.

Invited Speaker and Workshop presentation, 12" Hemophilia Study Update Conference,
Rome, Italy, 2002.

Invited Speaker, National Research Council, Department of Molecular Medicine, Oxford,
England, 2002.

Invited Speaker, Good Genes-Bad Genes: Do they Affect AIDS? Library of Congress,
Washington, DC, 2003.

Invited Speaker and Panelist, Haplotypes in the Analysis of Complex Diseases, at
Linking Haplotypes and Genetic Variation with Cancer Workshop, Bethesda, MD USA,
2003.

Invited Speaker, Role of host genetic factors in HIV-1 pathogenesis, Johns Hopkins
University Bloomberg School of Public Health, Baltimore, MD, 2004.

Invited Speaker, AIDSVAX Specimen Workshop, NIAID, NIH, Bethesda, MD, 2004.
Invited Speaker, The Fifth Annual Genetics Symposium: Dissing the Dogma. Vanderbilt
University, Nashville, TN, 2004.

Invited Speaker, The International Meeting of the Institute of Retrovirology, Baltimore,
MD, 2004.

Invited Speaker, The 2004 Workshop on Disparities in the HIV Epidemic. Meharry and
Vanderbilt Universities, Nashville, TN, 2004.



14.
15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

Invited Speaker, AACTG-CAB Meeting, Baltimore, MD, 2004.

Invited Speaker, 15™ Annual Hemophilia Research Study Update, San Juan, Puerto Rico,
2005.

Invited Speaker, Role of Host Genetic Factors in HIV-1 Infection and Progression,
Botswana-Harvard Partnership, Gaborone, Botswana, 2005.

Invited Speaker, Host Genetic Factors and their role in HIV-1 Infection and Progression,
ISAB Meeting: Population Genetics and HIV-1, Africa Centre, Mtubatuba, South Africa,
2005.

Invited Speaker, Influence of Host Genetic Factors on HIV Disease. Post-Genomics
Technologies Applied to AIDS Research. CFAR Mini-Symposium, University of
Washington, Seattle, WA, 2005.

Invited Speaker, Factors Predisposing to Inhibitor Development in Hemophiliacs:
Strategies to Identify Genetic Factors. Den Translationella Forkskningens Dag,
University Hospital at Malmo, Lund University, Malmo, Sweden, 2005.

Invited Speaker, Host Genetics and HIV, Botswana Harvard Partnership, Gaborone,
Botswana, 2005.

Invited Speaker, Clinical Application of Genetic Research in HIV and AIDS, Princess
Marina Hospital, Gaborone, Botswana, 2005.

Invited Speaker, Genetic Factors Influencing the Development of Antibodies to Factor
VIII, Hemophilia and Hemostatsis Society, Saratoga Springs, NY, 2006.

Invited Speaker, Host Genetic Factors in Innate Immunity Genes and their influenceon
HIV Infection and Progression, KwaZulu Natal University, Durban, South Africa, 2006.
Invited Speaker, Spectrum Lecture Series: The HIV Pandemic: What can we learn from
viral and host genetic variation, Montgomery College, Germantown, MD, 2006.

Keynote Speaker, Patterns of Diversity Among Genes that Influence HIV-1 Infection and
Progression, EB & FASEB MARC Genomics Symposium, Health Disparities in HIV and
AIDS: Genetic and Therapeutic Implications, Experimental Biology Annual Meeting,
Washington, DC, 2007.
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