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Figure 6. Solvent-dependent change in secondary structure of the P356-T373 peptide, determined by 
CD spectroscopy as described in Materials and Methods. (A) CD spectra of peptide at 0.052 mM as a 
function of  TFE concentration; (B) helix and coil contents from (A) estimated using PEPFIT; (C) CD 
spectra of peptide at 0.052 mM as a function of EtOH concentration; (D) helix and coil contents from 
(C); (E) CD spectra of peptide at 0.52 mM as a function of EtOH concentration. Insets: spectra from 
0-25% EtOH and 50-80% EtOH; (F) Molar residual ellipticities at 198 nm vs. molar residual elliptici-
ties at 222 nm for peptide at 0.052 mM (from (C)) and 0.52 mM (from (E)) over range of EtOH 
concentrations. Values from 10% and 50% EtOH are indicated.

Figure S2. Solvent-dependent change in second-
ary structure of the P356-T373 peptide, deter-
mined by CD spectroscopy, as described in 
Materials and Methods. De-convolution of CD 
spectra of peptide at 0.052 mM as a function of 
EtOH concentration using (A) CONTIN and (B) 
CDSSTR algorithms to estimate the helix and 
coil contents.  


